We have aequenced a methionine tRNA from mosquito mitochondria, and examined its structure using nucleases S 1 and T. under non-denaturing conditions. The sequence is highly homologous to a putative initiator methionine tRNA gene from Drosophila mitochondria. Its anticodon stem contains a run of three G-C base pairs that is characteristic of conventional initiator tRNAs; however, nuclease S. analysis suggested an anticodon loop configuration characteristic of conventional elongator tRNAs. We propose that this tRNA can assume both initiator and elongator roles.
INTRODUCTION
The modification status of Aedes tRNA met is rather different from that of bovine mit tRNA met (Fig. 1) , resembling that of other Aedee mit tRNAs (9,10).
The role of these modifications is not known; conceivably, one or a combination of them may serve to distinguish formylatable from nonformylatable tRNA molecules. Experiments are underway to explore this question.
